Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.004 Å; R factor = 0.048; wR factor = 0.138; data-to-parameter ratio = 8.1.
The asymmetric unit of the title compound, C 19 H 22 N 2 , contains one half-molecule. The 1,2,3,4-tetrahydroquinoline units are linked by a methylene bridge, which lies on a twofold rotation axis. The non-aromatic ring adopts a flattened-boat conformation. The dihedral angle between the two symmetryrelated benzene rings is 64.03 (7) .
Related literature
For general background, see: Xiao et al. (2008a,b,c) ; Xiao et al. (2007a,b) ; Xue et al. (2007) . For ring conformation puckering parameters, see: Cremer & Pople (1975 H atoms treated by a mixture of independent and constrained refinement Á max = 0.28 e Å À3 Á min = À0.21 e Å À3
Data collection: CAD-4 Software (Enraf-Nonius, 1989); cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2003) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
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Comment
Nitrogen heterocyclic compounds show diverse biological activities such as antiproliferative (Xiao et al., 2008a,b) , antibacterial (Xiao et al., 2007a; Xue et al., 2007; Xiao et al., 2008c) , and urease inhibitory (Xiao et al., 2007b) activities. The title compound is a heterocyclic compound, which may be used for screening the biological activities. We report herein its crystal structure.
The asymmetric unit of the title compound ( Fig. 1 ) contains one-half molecule. 1,2,3,4-Tetrahydroquinoline moieties are joined by a methylene bridge. Ring A (N1/C2-C4/C9/C10) adopts flattened-boat [φ = 126.28 (2)°, θ = 26.77 (3)°] conformation, having total puckering amplitude, Q T , of 0.448 (3) Å (Cremer & Pople, 1975) . The dihedral angle between the two symmetry related phenyl rings is 64.03 (7)°.
Experimental
Heating of 4,4'-methylenedibenzenamine (2 g), bis(4-nitrophenyl)methane (0.5 g), H 3 AsO 4 (1.5 g), concentrated H 2 SO 4 (3 ml), and glycerol (8.6 ml) at 413 K for 5 h, addition of water, removal of resinous matter, making alkalization with NaOH, taking up in ether, dehydration with K 2 CO 3 , and recrystallization of the residue from alcohol gives diquinolin-6-ylmethane.
The resulting product (1 g) was subsequently heated with Sn (5.5 g) and HCl (22 ml, 32%) in a water bath for 8 h, addition of water, precipitation of the Sn as Sn(OH) 2 by NaOH, taking up in ether, and drying with K 2 CO 3 , gives the title compound (yield; 0.9 g), which was recrystallized from petroleum ether-ethyl acetate to give colorless prisms.
Refinement H1 atom (for bridging CH 2 ) was located in difference syntheses and refined isotropically [C-H = 0.97 (2) Å and U iso (H) = 0.067 (10) Å 2 ]. The remaining H atoms were positioned geometrically, with N-H = 0.86 Å (for NH) and C-H = 0.93 and 0.97 Å for aromatic and methylene H, respectively, and constrained to ride on their parent atoms with U iso (H) = 1.2U eq (C). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (3) 
